Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.073; wR factor = 0.140; data-to-parameter ratio = 16.3.
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Mehmet Akkurt Comment
Among the wide variety of active heterocycles, cyano-amino pyridines have showed important and useful intermediates in preparing variety of heterocyclic compounds (Shishoo et al., 1983; Doe et al., 1990; Bhalerao & Krishnaiah, 1995; Al-Haiza et al., 2003) . In addition to this, many naturally occurring and synthetic compounds containing the pyridine scaffold possess interesting pharmacological properties (Temple et al., 1992) . Among them, 2-amino-3-cyanopyridines have been identified as IKK-β inhibitors (Murata et al., 2003) and as antibacterial (Shankaraiah et al., 2010) . Therefore, the synthesis of 2-amino-3-cyanopyridine derivatives continues to attract much interest in organic chemistry. In this respect, and also in continuation of our earlier work on synthesis of different heterocyclic system that containing highly biological activity (Soliman et al., 2012) , we prompted to prepare the new title compound (I) with potential biological activity. 
Experimental
An equimolar mixture of 2-chloro-6-(1H-pyrrol-1-yl) pyridine-3,5-dicarbonitrile and piperidine in THF/EtOH (1:3) with few drops of TEA was refluxed at 351 K for 2-3 h. The product was obtained on cooling, collected, washed and recrystallized from ethanol to afford the title compound. 90% yield, m.p. 413 K. Block-like pure crystals of the title compound, suitable for X-ray diffraction, were obtained by slow evaporation of a solution in ethanol for 24 h.
Refinement
All H atoms were positioned geometrically and refined as riding on their parent atoms with C-H distances of 0.93 Å and 0.97 Å. Isotropic displacement parameters for these atoms were set to 1.2 (CH, CH 2 ) times U eq of the parent atom. The (1 3 10) and (-4 6 14) reflections were omitted owing to bad disagreement. The ADDSYM routine in PLATON (Spek, 2009) suggests the space group P2 1 /c which is consistent with the P2 1 /c assignment of our structure. supplementary materials sup-2 Acta Cryst. (2012). E68, o938
Computing details
Data collection: CrystalClear-SM Expert (Rigaku, 2011); cell refinement: CrystalClear-SM Expert (Rigaku, 2011); data reduction: CrystalClear-SM Expert (Rigaku, 2011); program(s) used to solve structure: SIR2004 (Altomare et al., 1999) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of (I), showing the atom-numbering scheme and displacement ellipsoids drawn at the 50% probability level. Packing of (I) down the b axis. The hydrogen atoms have been omitted for clarity. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.21 e Å −3 Δρ min = −0.24 e Å −3
2-(Piperidin-1-yl)-6-(1H-pyrrol-1-yl)pyridine-3,5-dicarbonitrile

Special details
Experimental. CrystalClear-SM Expert Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.57393 (18) (2) N2-C11-H11 126.00 N1-C1-N2 113.5 (2) C10-C11-H11 126.00 N1-C1-C2 122.6 (2) N3-C12-H12A 110.00 N2-C1-C2 124.0 (2) N3-C12-H12B 110.00 C1-C2-C3 116.6 (2) C13-C12-H12A 110.00 C1-C2-C6 127.2 (2) C13-C12-H12B 110.00 C3-C2-C6 116.3 (2) H12A-C12-H12B 108.00 C2-C3-C4 121.7 (2) C12-C13-H13A 109.00 C3-C4-C5 117.5 (2) C12-C13-H13B 109.00 C3-C4-C7 117.5 (2) C14-C13-H13A 109.00 C5-C4-C7 124.6 (2) C14-C13-H13B 109.00 N1-C5-N3 116.8 (2) H13A-C13-H13B 108.00 N1-C5-C4 120.2 (2) C13-C14-H14A 110.00 N3-C5-C4 123.0 (2) C13-C14-H14B 110.00 N4-C6-C2 177.1 (3) C15-C14-H14A 110.00 N5-C7-C4 178.0 (3) C15-C14-H14B 110.00 N2-C8-C9 108.3 (2) H14A-C14-H14B 108.00 C8-C9-C10 107.8 (2) C14-C15-H15A 110.00 C9-C10-C11 107.9 (2) C14-C15-H15B 110.00 N2-C11-C10 108.3 (2) C16-C15-H15A 110.00 N3-C12-C13 108.9 (2) C16-C15-H15B 110.00 C12-C13-C14 111.7 (2) H15A-C15-H15B 108.00 C13-C14-C15 110.5 (2) N3-C16-H16A 110.00 C14-C15-C16 109.5 (2) N3-C16-H16B 110.00 N3-C16-C15 110.5 (2) C15-C16-H16A 110.00 C2-C3-H3 119.00 C15-C16-H16B 110.00 C4-C3-H3 119.00 H16A-C16-H16B 108.00
